agents. Recently, we isolated many alkalophilic actinomycetes as in our previous paper.X) One of the interesting alkalophilic actinomycetes, Nocardiopsis dassonvillei subsp. prasina OPC-210, produced two types of alkaline serine proteases (NDP-I and NDP-II). We have already reported the purification and properties of these proteases, as well as the taxonomy of the alkalophilic actinomycete To whomall correspondence should be addressed. The sequence of NDP-II is compared with those of subtilisin BPN',8) elastase YaB,9) thermitase,10) proteinase K,n) and aqualysin I.12) The numbering above the sequences refers to subtilisin BPN', and that below the sequences to NDP-II. Dashed lines represent spacers inserted into sequences for alignment. Chemically similar amino acids between NDP-II and others are boxed. measurement ofcysteine or cystine as cysteic acid, proteins were oxidized with performic acid at -5°C for 2.5hr.4) The amino-terminal amino acid sequences of NDP-I and NDP-II were analyzed on an Applied Biosystems model 477A gas-phase sequencer, and the phenylthiohydantoin derivatives of amino acids were identified by an automatic on-line analysis system. Alkaline protease from Streptomyces griseus (Seikagaku Kogyo Co., Ltd.)5) was purified, sequenced, and compared with NDP-I and NDP-II. The amino acid compositions of NDP-I and NDP-II are shown in Table I , compared with those of other microbial proteases. NDP-I contained 6 Cys residues, which probably formed 3 disulfide bonds. The amino acid composition of NDP-Iwas similar to Streptomyces griseus proteases A and B6) and a-lytic protease.7) On the other hand, NDP-II did not contain Cys residues like subtilisins. The amino-terminal 41 amino acid residues of NDP-I were sequenced and compared with those of other microbial serine proteases (Fig. 1) . From the alignment of these sequences, the partial amino-terminal sequence of NDP-I showed a striking similarity to those of chymotrypsin-like proteases, i.e., Streptomyces griseus proteases Aand B,6) Streptomyces griseus alkaline protease,5) and a-lytic pro- thermitase,10) proteinase K,n) and aqualysin I12) (Fig. 2) .
Suprisingly, the partial amino acid sequence of NDP-II showed striking homology with that of aqualysin I (65% homology). This is the first reported example of an aqualysin I-like alkaline serine protease produced by an alkalophilic actinomycete, N. dassonvillei subsp. prasina OPC-210, and NDP-II seems to be a good candidate for 2179 protein engineering. Further research is planned to clone the gene for NDP-I and NDP-II and deduce the complete primary structure of these proteins from the nucleotide sequence of the gene.
